SEQUENCE LISTING 

<110> JORDAN, Shaun 

WATANABE, Akihito 
OKUNO, Shiro 
WATANABE, Takeshi 

<12 0> CONGENIC RATS CONTAINING A MUTANT GPRIO GENE 

<130> Q69854 

<140> US 00/000, 000 
<141> 2004-02-27 

<150> 'US Prov 60/465,214 
<151> 2004-02-27 

<160> 20 

<170> PatentIn version 3.2 

<210> 1 

<211> 1113 

<212> DNA 

<213> Rattus sp. 

<400> 1 

atgacctcac tgccccctgg aaccactggg gaccccgatt tgttttctgg gccgtcgcca 60 

gccggctcca ctccagccaa ccagagtgca gaggcttcag agagcaatgt gtctgcgacg 12 0 

gttcccagag ctgcagcagt cacgccgttc cagagcctgc aactagtgca ccagctgaag 180 

ggactgatcg tgatgctgta cagcatcgtg gtggtcgtgg gtctggtggg caactgcctt 240 

cttgtgctgg tgatcgcgcg cgtgcgccgg ctgcacaacg tgaccaactt cctcatcggc 300 

aacctggcct tgtccgatgt gctcatgtgt gccgcctgtg tgcctctcac gctggcctac 360 

gcctttgaac ctcgtggctg ggtgttcggt ggaggcctgt gccaccttgt tttcttcctg 420 

cagccggtca ccgtctacgt atcggtgttc acactcacca caatcgctgt ggaccgctat 480 

gtggttctgg tgcacccgct acgtcggcgc atttcactga agctcagcgc ctacgctgtg 540 

ctgggcatct gggctctatc tgcagtgctg gcgctgccgg ccgcggtgca cacctaccat 600 

gtagagctca agccccacga cgtgcgcctc tgcgaggagt tctggggttc gcaggagcgc 660 

cagcgacaga tctatgcctg ggggctgctg ctgggcacct atttgctccc cctgctggcc 72 0 
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attctcctgt 


cttacgtccg 


ggtgtcggtg 


aagttgcgga 


accgcgtggt 


gcctggcagc 


780 


gtgacccaga 


gccaggctga 


ctgggaccga 


gcgcgtcgcc 


gtcgcacttt 


ctgcctgctg 


840 


gtggtggtgg 


tggtcgtgtt 


cgcggtctgc 


tggctgcctc 


tgcacatttt 


caacctgctg 


900 


cgggacctgg 


acccgcgtgc 


catcgacccc 


tacgccttcg 


ggctggtgca 


gctcctctgc 


960 


cactggcttg 


ccatgagctc 


cgcctgctac 


aaccccttca 


tctatgcgtg 


gctgcacgac 


1020 


agcttccgag 


aggagctacg 


caagatgctt 


ctgtcttggc 


cccgcaagat 


cgtgcctcat 


1080 


ggccagaata 


tgaccgtcag 


tgtggtcatc 


tga 






1113 


<210> 2 
<211> 1113 
<212> DNA 
<213> Rattus sp. 












<400> 2 
ataacctcac 


tgccccctgg 


aaccactggg 


gaccccgatt 


tgttttctgg 


gccgtcgcca 


60 


gccggctcca 


ctccagccaa 


ccagagtgca 


gaggcttcag 


agagcaatgt 


gtctgcgacg 


120 


gttcccagag 


ctgcagcagt 


cacgccgttc 


cagagcctgc 


aactagtgca 


ccagctgaag 


180 


ggactgatcg 


tgatgctgta 


cagcatcgtg 


gtggtcgtgg 


gtctggtggg 


caactgcctt 


240 


cttgtgctgg 


tgatcgcgcg 


cgtgcgccgg 


ctgcacaacg 


tgaccaactt 


cctcatcggc 


300 


aacctggcct 


tgtccgatgt 


gctcatgtgt 


gccgcctgtg 


tgcctctcac 


gctggcctac 


360 


gcctttgaac 


ctcgtggctg 


ggtgttcggt 


ggaggcctgt 


gccaccttgt 


tttcttcctg 


420 


cagccggtca 


ccgtctacgt 


atcggtgttc 


acactcacca 


caatcgctgt 


ggaccgctat 


480 


gtggttctgg 


tgcacccgct 


acgtcggcgc 


atttcactga 


agctcagcgc 


ctacgctgtg 


540 


ctgggcatct 


gggctctatc 


tgcagtgctg 


gcgctgccgg 


ccgcggtgca 


cacctaccat 


600 


gtagagctca 


agccccacga 


cgtgcgcctc 


tgcgaggagt 


tctggggttc 


gcaggagcgc 


660 


cagcgacaga 


tctatgcctg 


ggggctgctg 


ctgggcacct 


atttgctccc 


cctgctggcc 


720 


attctcctgt 


cttacgtccg 


ggtgtcggtg 


aagttgcgga 


accgcgtggt 


gcctggcagc 


780 


gtgacccaga 


gccaggctga 


ctgggaccga 


gcgcgtcgcc 


gtcgcacttt 


ctgcctgctg 


840 
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gtggtggtgg 


tggtcgtgtt 


cgcggtctgc 


tggctgcctc 


tgcacatttt 


caacctgctg 


900 


cgggacctgg 


acccgcgtgc 


catcgacccc 


tacgccttcg 


ggctggtgca 


gctcctctgc 


960 


cactggcttg 


ccatgagctc 


cgcctgctac 


aaccccttca 


tctatgcgtg 


gctgcacgac 


1020 


agcttccgag 


aggagctacg 


caagatgctt 


ctgtcttggc 


cccgcaagat 


cgtgcctcat 


1080 


ggccagaata 


tgaccgtcag 


tgtggtcatc 


tga 






1113 


<210> 3 

<211> 192 

<212> DNA 

<213> Homo sapiens 












<400> 3 
atggcctcat 


cgaccactcg 


gggccccagg 


gtttctgact 


tattttctgg 


gctgccgccg 


60 


gcggtcacaa 


ctcccgccaa 


ccagagcgca 


gaggcctcgg 


cgggcaacgg 


gtcggtggct 


120 


ggcgcggacg 


ctccagccgt 


cacgcccttc 


cagagcctgc 


agctggtgca 


tcagctgaag 


180 


gggctgatcg 


tg 










192 


<210> 4 

<211> 1110 

<212> DNA 

<213> Homo sapiens 












<400> 4 
atggcctcat 


cgaccactcg 


gggccccagg 


gtttctgact 


tattttctgg 


gctgccgccg 


60 


gcggtcacaa 


ctcccgccaa 


ccagagcgca 


gaggcctcgg 


cgggcaacgg 


gtcggtggct 


120 


ggcgcggacg 


ctccagccgt 


cacgcccttc 


cagagcctgc 


agctggtgca 


tcagctgaag 


180 


gggctgatcg 


tgctgctcta 


cagcgtcgtg 


gtggtcgtgg 


ggctggtggg 


caactgcctg 


240 


ctggtgctgg 


tgatcgcgcg 


ggtgcgccgg 


ctgcacaacg 


tgacgaactt 


cctcatcggc 


"3 r\ 

300 


aacctggcct 


tgtccgacgt 


gctcatgtgc 


accgcctgcg 


tgccgctcac 


gctggcctat 


360 


gccttcgagc 


cacgcggctg 


ggtgttcggc 


ggcggcctgt 


gccacctggt 


cttcttcctg 


420 


cagccggtca 


ccgtctatgt 


gtcggtgttc 


acgctcacca 


ccatcgcagt 


ggaccgctac 


480 


gtcgtgctgg 


tgcacccgct 


gaggcggcgc 


atctcgctgc 


gcctcagcgc 


ctacgctgtg 


540 
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ctggccatct 


^^^cgctgtc 


cgcggtgctg 


gcgctgcccg 


ccgccgtgca 


cacctatcac 


600 


gtggagctca 


agccgcacga 


cgtgcgcctc 


tgcgaggagt 


tctggggctc 


ccaggagcgc 


660 


cagctfccagc 


tctacgcctg 


ggggctgctg 


ctggtcacct 


acctgctccc 


tctgctggtc 


720 


atcctcctgt 


cttacgtccg 


ggtgtcagtg 


aagctccgca 


accgcgtggt 


gccgggctgc 


780 


gtgacccaga 


gccaggccga 


ctgggaccgc 


gctcggcgcc 


ggcgcacctt 


ctgcttgctg 


840 


gtggtggtcg 


tggtggtgtt 


cgccgtctgc 


tggctgccgc 


tgcacgtctt 


caacctgctg 


900 


cgggacctcg 


acccccacgc 


catcgaccct 


tacgcctttg 


ggctggtgca 


gctgctctgc 


960 


cactggctcg 


ccatgagttc 


ggcctgctac 


aaccccttca 


tctacgcctg 


gctgcacgac 


1020 


agcttccgcg 


aggagctgcg 


caaactgttg 


gtcgcttggc 


cccgcaagat 


agccccccat 


1080 


ggccagaata 


tgaccgtcag 


cgtggtcatc 








1110 


<210> 5 

<211> 921 

<212> DNA 

<213> Homo sapiens 












<400> 5 
atgctctaca 


gcgtcgtggt 


ggtcgtgggg 


ctggtgggca 


actgcctgct 


ggtgctggtg 


60 


atcgcgcggg 


tgcgccggct 


gcacaacgtg 


acgaacttcc 


tcatcggcaa 


cctggccttg 


120 


tccgacgtgc 


tcatgtgcac 


cgcctgcgtg 


ccgctcacgc 


tggcctatgc 


cttcgagcca 


180 


cgcggctggg 


tgttcggcgg 


cggcctgtgc 


cacctggtct 


tcttcctgca 


gccggtcacc 


240 


gtctatgtgt 


cggtgttcac 


gctcaccacc 


atcgcagtgg 


accgctacgt 


cgtgctggtg 


300 


cacccgctga 


ggcggcgcat 


ctcgctgcgc 


ctcagcgcct 


acgctgtgct 


ggccatctgg 


360 


gcgctgtccg 


cggtgctggc 


gctgcccgcc 


gccgtgcaca 


cctatcacgt 


ggagctcaag 


420 


ccgcacgacg 


tgcgcctctg 


cgaggagttc 


tggggctccc 


aggagcgcca 


gcgccagctc 


480 


tacgcctggg 


ggctgctgct 


ggtcacctac 


ctgctccctc 


tgctggtcat 


cctcctgtct 


540 


tacgtccggg 


tgtcagtgaa 


gctccgcaac 


cgcgtggtgc 


cgggctgcgt 


gacccagagc 


600 


caggccgact 


gggaccgcgc 


tcggcgccgg 


cgcaccttct 


gcttgctggt 


ggtggtcgtg 


660 


gtggtgttcg 


ccgtctgctg 


gctgccgctg 


cacgtcttca 
- 4 of 15 


acctgctgcg 


ggacctcgac 


720 



ccccacgcca tcgaccctta cgcctttggg ctggtgcagc tgctctgcca ctggctcgcc 780 



atgagttcgg cctgctacaa ccccttcatc tacgcctggc tgcacgacag cttccgcgag 840 
gagctgcgca aactgttggt cgcttggccc cgcaagatag ccccccatgg ccagaatatg 900 
accgtcagcg tggtcatctg a 921 

<210> 6 

<211> 370 

<212> PRT 

<213> Rattus sp. 

<400> 6 

Met Thr Ser Leu Pro Pro Gly Thr Thr Gly Asp Pro Asp Leu Phe Ser 
15 10 15 



Gly Pro Ser Pro Ala Gly Ser Thr Pro Ala Asn Gin Ser Ala Glu Ala 
20 25 30 



Ser Glu Ser Asn Val Ser Ala Thr Val Pro Arg Ala Ala Ala Val Thr 
35 40 45 



Pro Phe Gin Ser Leu Gin Leu Val His Gin Leu Lys Gly Leu lie Val 
50 55 ^ 60 



Met Leu Tyr Ser lie Val Val Val Val Gly Leu Val Gly Asn Cys Leu 
65 70 75 80 



Leu Val Leu Val lie Ala Arg Val Arg Arg Leu His Asn Val Thr Asn 

85 90 95 



Phe Leu lie Gly Asn Leu Ala Leu Ser Asp Val Leu Met Cys Ala Ala 
100 105 110 



Cys Val Pro Leu Thr Leu Ala Tyr Ala Phe Glu Pro Arg Gly Trp Val 
115 120 125 



Phe Gly Gly Gly Leu Cys His Leu Val Phe Phe Leu Gin Pro Val Thr 
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130 135 140 



Val Tyr Val Ser Val Phe Thr Leu Thr Thr lie Ala Val Asp Arg Tyr 
145 150 155 160 



Val Val Leu Val His Pro Leu Arg Arg Arg lie Ser Leu Lys Leu Ser 

165 170 175 



Ala Tyr Ala Val Leu Gly lie Trp Ala Leu Ser Ala Val Leu Ala Leu 
180 185 190 



Pro Ala Ala Val His Thr Tyr His Val Glu Leu Lys Pro His Asp Val 
195 200 205 



Arg Leu Cys Glu Glu Phe Trp Gly Ser Gin Glu Arg Gin Arg Gin lie 
210 215 220 



Tyr Ala Trp Gly Leu Leu Leu Gly Thr Tyr Leu Leu Pro Leu Leu Ala 
225 230 235 240 



lie Leu Leu Ser Tyr Val Arg Val Ser Val Lys Leu Arg Asn Arg Val 

245 250 255 



Val Pro Gly Ser Val Thr Gin Ser Gin Ala Asp Trp Asp Arg Ala Arg 
260 265 270 



Arg Arg Arg Thr Phe Cys Leu Leu Val Val Val Val Val Val Phe Ala 
275 280 285 



Leu Cys Trp Leu Pro Leu His lie Phe Asn Leu Leu Arg Asp Leu Asp 
290 295 300 



Pro Arg Ala lie Asp Pro Tyr Ala Phe Gly Leu Val Gin Leu Leu Cys 
305 310 315 320 



His Trp Leu Ala Met Ser Ser Ala Cys Tyr Asn Pro Phe lie Tyr Ala 

325 330 335 
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Trp Leu His Asp Ser Phe Arg Glu Glu Leu Arg Lys Met Leu Leu Ser 
340 345 350 



Trp Pro Arg Lys lie Val Pro His Gly Gin Asn Met Thr Val Ser Val 
355 360 365 



Val lie 
370 



<210> 7 

<211> 306 

<212> PRT 

<213> Rattus sp. 

<400> 7 

Met Leu Tyr Ser lie Val Val Val Val Gly Leu Val Gly Asn Cys Leu 
15 10 15 



Leu Val Leu Val lie Ala Arg Val Arg Arg Leu His Asn Val Thr Asn 
20 25 30 



Phe Leu lie Gly Asn Leu Ala Leu Ser Asp Val Leu Met Cys Ala Ala 
35 40 45 



Cys Val Pro Leu Thr Leu Ala Tyr Ala Phe Glu Pro Arg Gly Trp Val 
50 55 60 



Phe Gly Gly Gly Leu Cys His Leu Val Phe Phe Leu Gin Pro Val Thr 
65 70 75 80 



Val Tyr Val Ser Val Phe Thr Leu Thr Thr lie Ala Val Asp Arg Tyr 

85 90 95 



Val Val Leu Val His Pro Leu Arg Arg Arg lie Ser Leu Lys Leu Ser 
100 105 110 



Ala Tyr Ala Val Leu Gly lie Trp Ala Leu Ser Ala Val Leu Ala Leu 
115 120 125 
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Pro Ala Ala Val His Thr Tyr His Val Glu Leu Lys Pro His Asp Val 
130 135 140 



Arg Leu Cys Glu Glu Phe Trp Gly Ser Gin Glu Arg Gin Arg Gin lie 
145 150 155 160 



Tyr Ala Trp Gly Leu Leu Leu Gly Thr Tyr Leu Leu Pro Leu Leu Ala 

165 170 175 



lie Leu Leu Ser Tyr Val Arg Val Ser Val Lys Leu Arg Asn Arg Val 
180 185 190 



Val Pro Gly Ser Val Thr Gin Ser Gin Ala Asp Trp Asp Arg Ala Arg 
195 200 205 



Arg Arg Arg Thr Phe Cys Leu Leu Val Val Val Val Val Val Phe Ala 
210 215 220 



Leu Cys Trp Leu Pro Leu His lie Phe Asn Leu Leu Arg Asp Leu Asp 
225 230 235 240 



Pro Arg Ala lie Asp Pro Tyr Ala Phe Gly Leu Val Gin Leu Leu Cys 

245 250 255 



His Trp Leu Ala Met Ser Ser Ala Cys Tyr Asn Pro Phe lie Tyr Ala 
260 265 270 



Trp Leu His Asp Ser Phe Arg Glu Glu Leu Arg Lys Met Leu Leu Ser 
275 280 285 



Trp Pro Arg Lys lie Val Pro His Gly Gin Asn Met Thr Val Ser Val 
290 295 - 300 



Val lie 
305 
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<210> 8 

<211> 370 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Ala Ser Ser Thr Thr Arg Gly Pro Arg Val Ser Asp Leu Phe Ser 
15 10 15 



Gly Leu Pro Pro Ala Val Thr Thr Pro Ala Asn Gin Ser Ala Glu Ala 
20 25 30 



Ser Ala Gly Asn Gly Ser Val Ala Gly Ala Asp Ala Pro Ala Val Thr 
35 40 45 



Pro Phe Gin Ser Leu Gin Leu Val His Gin Leu Lys Gly Leu lie Val 
50 55 60. 



Leu Leu Tyr Ser Val Val Val Val Val Gly Leu Val Gly Asn Cys Leu 
65 70 75 80 



Leu Val Leu Val lie Ala Arg Val Arg Arg Leu His Asn Val Thr Asn 

85 90 95 



Phe Leu lie Gly Asn Leu Ala Leu Ser Asp Val Leu Met Cys Thr Ala 
100 105 110 



Cys Val Pro Leu Thr Leu Ala Tyr Ala Phe Glu Pro Arg Gly Trp Val 
115 120 125 



Phe Gly Gly Gly Leu Cys His Leu Val Phe Phe Leu Gin Pro Val Thr 
130 135 140 



Val Tyr Val Ser Val Phe Thr Leu Thr Thr lie Ala Val Asp Arg Tyr 
145 150 155 160 



Val Val Leu Val His Pro Leu Arg Arg Arg lie Ser Leu Arg Leu Ser 

165 170 175 
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Ala Tyr Ala Val Leu Ala lie Trp Ala Leu Ser Ala Val Leu Ala Leu 
180 185 190 



Pro Ala Ala Val His Thr Tyr His Val Glu Leu Lys Pro His Asp Val 
195 200 205 



Arg Leu Cys Glu Glu Phe Trp Gly Ser Gin Glu Arg Gin Arg Gin Leu 
210 215 220 



Tyr Ala Trp Gly Leu Leu Leu Val Thr Tyr Leu Leu Pro Leu Leu Val 
225 230 235 240 



lie Leu Leu Ser Tyr Val Arg Val Ser Val Lys Leu Arg Asn Arg Val 

245 250 255 



Val Pro Gly Cys Val Thr Gin Ser Gin Ala Asp Trp Asp Arg Ala Arg 
260 265 270 



Arg Arg Arg Thr Phe Cys Leu Leu Val Val Val Val Val Val Phe Ala 
275 280 285 



Val Cys Trp Leu Pro Leu His Val Phe Asn Leu Leu Arg Asp Leu Asp 
290 295 300 



Pro His Ala lie Asp Pro Tyr Ala Phe Gly Leu Val Gin Leu Leu Cys 
305 310 315 320 



His Trp Leu Ala Met Ser Ser Ala Cys Tyr Asn Pro Phe lie Tyr Ala 

325 330 335 



Trp Leu His Asp Ser Phe Arg Glu Glu Leu Arg Lys Leu Leu Val Ala 

340 345 350 



Trp Pro Arg Lys lie Ala Pro His Gly Gin Asn Met Thr Val Ser Val 
355 360 365 



Val lie 
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370 



<210> 9 

<211> 306 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Leu Tyr Ser Val Val Val Val Val Gly Leu Val Gly Asn Cys Leu 
1 5 10 . 15 



Leu Val Leu Val lie Ala Arg Val Arg Arg Leu His Asn Val Thr Asn 
20 25 30 



Phe Leu lie Gly Asn Leu Ala Leu Ser Asp Val Leu Met Cys Thr Ala 
35 40 45 



Cys Val Pro Leu Thr Leu Ala Tyr Ala Phe Glu Pro Arg Gly Trp Val 
50 55 60 



Phe Gly Gly Gly Leu Cys His Leu Val Phe Phe Leu Gin Pro Val Thr 
65 70 75 80 



Val Tyr Val Ser Val Phe Thr Leu Thr Thr lie Ala Val Asp Arg Tyr 

85 90 95 



Val Val Leu Val His Pro Leu Arg Arg Arg lie Ser Leu Arg Leu Ser 
100 105 110 



Ala Tyr Ala Val Leu Ala lie Trp Ala Leu Ser Ala Val Leu Ala Leu 
115 120 125 



Pro Ala Ala Val His Thr Tyr His Val Glu Leu Lys Pro His Asp Val 
130 135 140 



Arg Leu Cys Glu Glu Phe Trp Gly Ser Gin Glu Arg Gin Arg Gin Leu 
145 150 155 160 
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Tyr Ala Trp Gly Leu Leu Leu Val Thr Tyr Leu Leu Pro Leu Leu Val 

165 170 175 



lie Leu Leu Ser Tyr Val Arg Val Ser Val Lys Leu Arg Asn Arg Val 
180 185 190 



Val Pro Gly Cys Val Thr Gin Ser Gin Ala Asp Trp Asp Arg Ala Arg 
195 200 205 



Arg Arg Arg Thr Phe Cys Leu Leu Val Val Val Val Val Val Phe Ala 
210 215 220 



Val Cys Trp Leu Pro Leu His Val Phe Asn Leu Leu Arg Asp Leu Asp 
225 230 235 240 



Pro His Ala lie Asp Pro Tyr Ala Phe Gly Leu Val Gin Leu Leu Cys 

245 250 255 



His Trp Leu Ala Met Ser Ser Ala Cys Tyr Asn Pro Phe lie Tyr Ala 
260 265 270 



Trp Leu His Asp Ser Phe Arg Glu Glu Leu Arg Lys Leu Leu Val Ala 
275 280 285 



Trp Pro Arg Lys lie Ala Pro His Gly Gin Asn Met Thr Val Ser Val 
290 295 300 



Val lie 
305 



<210> 10 

<211> 64 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Ala Ser Ser Thr Thr Arg Gly Pro Arg Val Ser Asp Leu Phe Ser 
15 10 15 
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Gly Leu Pro Pro Ala Val Thr Thr Pro Ala Asn Gin Ser Ala Glu Ala 
20 25 30 



Ser Ala Gly Asn Gly Ser Val Ala Gly Ala Asp Ala Pro Ala Val Thr 
35 40 45 



Pro Phe Gin Ser Leu Gin Leu Val His Gin Leu Lys Gly Leu lie Val 
50 55 60 



<210> 11 

<211> 15 

<212> DNA 

<213> Artificial 

<220> 

<223> GPRIO (TaqMan Probe 1) 

<400> 11 

cagtgaggtc atggc 15 

<210> 12 

<211> 15 

<212> DNA 

<213> Artificial 

<220> 

<223> GPRIO (TaqMan Probe 2) 

<400> 12 

cagtgaggtt atggc 15 

<210> 13 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> GPRIO (Forward Primer GR-Fl) 

<400> 13 

ccaggagaga agttgggtga 20 

<210> 14 
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<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> GPRIO (Reverse Primer GR-Rl) 

<400> 14 

gacggcccag aaaacaaat 



<210> 15 

<211> 29 

<212> DNA 

<213> Rattus sp. 

<400> 15 

atgaattcgt ggccatgacc 



tcactgccc 



<210> 16 

<211> 29 

<212> DNA 

<213> Rattus sp. 



<400> 16 

atgaattcgt ggccataacc tcactgccc 



<210> 17 

<211> 30 

<212> DNA 

<213> Rattus sp. 



<400> 17 

tagcggccgc tcagatgacc acactgacgg 



<210> 18 

<211> 26 

<212> DNA 

<213> Homo sapiens 



<400> 18 

cggaattcgt ggccatggcc tcatcg 



<210> 19 
<211> 29 
<212> DNA 



<213> Homo sapiens 
<400> 19 

cgagcggccg ctcagatgac cacgctgac 



<210> 20 

<211> 29 

<212> DNA 

<213> Homo sapiens 



<400> 20 

gtgaattcat gctctacagc gtcgtggtg 



